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J Ml G G ? CATG GGGCGGCTGGTTCTGCTGTGGGGAG PF466 SEQ 1 

H9SHH^B G GGCAT - GGGGCGG CTGGTTCTGCTGTGGGGAG PF466 SEQ 26 

1 Ulhlldlfcllrii^B GGGCATGGGGCGGCTGGTTCTGCTGTGGGGAG PS079A SEQ 11 
1 CGGCACGAG^GGCATGGGGCGGCTGGTTCTGCTGTGGGGAG PF466PP SEQ 1 

41 CTGCCGTCTTTCTGCTGGGAGGCTGGATGGCTTTGGGGCA PF466 SEQ 1 
33 CTGCCGTCTTTCTGCTGGGAGGCTGGATGGCTTTGGGGCA PF466 SEQ 26 
33 CTGCCGTCTTTCTGCTGGGAGGCTGGATGGCTTTGGGGCA PS079A SEQ 11 
41 CTGCCGTCTTTCTGCTGGGAGGCTGGATGGCTTTGGGGCA PF466PP SEQ 1 

81 AGGAGGAGCAGCAGAAGGAGTACAGATTCAGATCATCTAC PF466 SEQ 1 
73 AGGAGGAGCAGCAGAAGGAGTACAGATTC AHA TCATCTAC PF466 SEQ 26 
73 AGGAGGAGCAGCAGAAGGAGTACAGATTCAHATCATCTAC PS079A SEQ 11 
81 AGGAGGAGCAGCAGAAGGAGTACAGATTCAGATCATCTAC PF466PP SEQ 1 

121 TTCAATTTAGAAACCGTGCAGGTGACATGGAATGCCAGCA PF466 SEQ 1 
113 TTCAATTTAGAAACCGTGCAGGTGACATGGAATGCCAGCA PF466 SEQ 26 
113 TTCAATTTAGAAACCGTGCAGGTGACATGGAATGCCAGCA PS079A SEQ 11 
121 TTCAATTTAGAAACCGTGCAGGTGACATGGAATGCCAGCA PF466PP SEQ 1 

}tl AA TACTCCAGGACCAACCTGACTTTCCACTACAGATTCAA PF466 SEQ 1 

153 AATACTCCAGGACCAACC.TGACTTTCCACTACAGATTCAA PF466 SEQ 26 

153 AATACTCCAGGACCAACCTGACTTTCCACTACAGATTCAA PS079A SEQ 11 

161 AATACTCCAGGACCAACCTGACTTTCCACTACAGATTCAA PF466PP SEQ 1 

201 CGGTGATGAGGCCTATGACCAGTGCACCAACTACCTTCTC PF466 SEQ 1 

193 CGGTGATGAGGCCTATGACCAGTGCACCAACTACCTTCTC PF466 SEQ 26 

193 CGGTGATGAGGCCTATGACCAGTGCACCAACTACCTTCTC PS079A SEQ 11 

201. CGGTGATGAGGCCTATGACCAGTGCACCAACTACCTTCTC PF466PP SEQ 1 

241 CAGGAAGGTCACACTTCGGGGTGC. CTCCTAGACGCAGAGC PF466 SEQ 1 

233 CAGGAAGGTCACACTTCGGGGTGCCTCCTAGACGC a|a G C PF466 SEQ 26 

233 CAGGAAGGTCACACTTCGGGGTGCCTCCTAGACGC aHa G C PS079A SEQ 11 

241 CAGGAAGGTCACACTTCGGGGTGCCTCCTAGACGC AG A G C PF466PP SEQ 1 

281 AGCGAGACGACATTCTCTATTTCTCCATCAGGAATGGGAC PF466 SEQ 1 

273 AGCGAGACGACATTCTCTATTTCTCCATCAGGAATGGGAC PF466 SEQ 26 

273 AGCGAGACGACATTCTCTATTTCTCCATCAGGAATGGGAC PS079A SEQ 11 

281 AGCGAGACGACATTCTCTATTTCTCCATCAGGAATGGGAC PF466PP SEQ 1 

321 GCACCCCGTTTTCACCGCAAGTCGCTGGATGGTTTATTAC PF466 SEQ 1 

313 GCACCCCGTTTTCACCGCAAGTCGCTGGATGGTTTATTAC PF466 SEQ 26 

313 GCACCCCGTTTTCACCGCAAGTCGCTGGATGGTTTATTAC PS079A SEQ 11 

321 GCACCCCGTTTTCACCGCAAGTCGCTGGATGGTTTATTAC PF466PP SEQ 1 

361 CTGAAACCCAGTTCCCCGAAGCACGTGAGATTTTCGTGGC PF466 SEQ 1 

353 CTGAAACCCAGTTCCCCGAAGCACGTGAGATTTHCGTGGC PF466 SEQ 26 

353 CTGAAACCCAGTTCCCCGAAGCACGTGAGATTTBCGTGGC PS079A SEQ 11 

361 CTGAAACCCAGTTCCCCGAAG.CACGTGAGATTTTCGTGGC PF466PP SEQ 1 

401 A T C A G G A T G C A G T G ACGGTGACGTGTTCT-GACCTGTCCT PF466 SEQ 1 

392 A T C A G G A BjflCXMCflBjBB G ACGGTGACGTGTT C Egg G ACCTGTCCT PF466 SEQ 26 

392 A T C A G G A UKHIHUHI G ACGGTGACGTGTT C HB G ACCTGTCCT PS079A SEQ 11 

401 ATCAGGATGCAGTGACGGTGACGTGTTCT-GACCTGTCCT PF466PP SEQ 1 

440 ACGGGGATCTCCTCTATGAGGTTCAGTACCGGAGCCCCTT PF466 SEQ 1 

428 ACGGGGATCTCCTCTATGAGGTTCAGTACCGGAGCCCCTT PF466 SEQ 26 

428 ACGGGGATCTCCTCTATGAGGTTCAGTACCGGAGCCCCTT PS079A SEQ 11 

440 ACGGGGATCTCCTCTATGAGGTTCAGTACCGGAGCCCCTT PF466PP SEQ 1 

480 CGACACCGAGTGGCAGTCCAAACAGGAAAATACCTGCAAC PF466 SEQ 1 

468 CGACACCGAGTGGCAGTCCAAACAGGAAAATACCTGCAAC PF466 SEQ 26 

468 CGACACCGAGTGGCAGTCCAAACAGGAAAATACCTGCAAC PS079A SEQ 11 

480 CGACACCGAGTGGCAGTCCAAACAGGAAAATACCTGCAAC PF466PP SEQ 1 
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i^M^L-AiMbAAbGCTTGGATGCCGAGAAGTGTTACTCTT PF466 SEQ 1 

TCACCATAGAAGGCTTGGATGCCGAGAAGTGTTACTCTT PF466 SEQ 26 

^uo uTCACCATAGAAGGCTTGGATGCCGAGAAGTGTTACTCTT PS079A SEQ 11 

520 GTCACCATAGAAGGCTTGGATGCCGAGAAGTGTTACTCTT PF466PP SEQ 1 



k~ i b ij b l ^-AbGGTGAAGGCTATGGAGGATGTATATGGGCC PF466 SEQ 1 

CTGGGTCAGGGTGAAGGCTATGGAGGATGTATATGGGCC PF466 SEQ 26 

iCTGGGTCAGGGTGAAGGCTATGGAGGATGTATATGGGCC PS079A SEQ 11 

560 TCTGGGTCAGGGTGAAGGCTATGGAGGATGTATATGGGCC PF466PP SEQ 1 
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600 AGAC'ACATACCCAAGCGACTGGTCAGAGGTGACATGCTGG PF466 SEQ 1 

588 AGACACATACCCAA^GCGACTGGTCAGAGGTGACATGCTGG PF466 SEQ 26 
588 AGACACATACCCAAGCGACTGGTCAGAGGTGACATGCTGG PS079A SEQ 11 
600 AGACACAT A'C CCAAGCGACTGGTCAGAGGTGACATGCTGG PF466PP SEQ 1 

640 CAGAGAGGCGAGATTCGGGATGCCTGTGCAGAGA C A C C A A PF466 SEQ 1 
628 CAGAGAGGCGAGATTCGGGATGCCTGTGCAGAGACACCAA PF466 SEQ 26 
628 CAGAGAGGCGAGATTCGGGATGCCTGTGCAGAGACACCAA PS079A SEQ 11 
640 CAGAGAGGCGAGATTCGGGATGCCTGTGCAGAGACACCAA PF466PP SEQ 1 

680 CGCCTCCCAAACCAAAGCTGTCCAAATTTATTTTAATTTC PF4 66 SEQ 1 
668 CGCCTCCCAAACCAAAGCTGTCCAAATTTATTTTAATTTC PF466 SEQ 26 
668 CGCCTCCCAAACCAAAGCTGTCCAAATTTATTTTAATTTC PS079A SEQ 11 
680 CGCCTCCCAAACCAAAGCTGTCCAAATTTATTTTAATTTC PF4 66PP SEQ 1 

720 CAGCCTGGCCATCCTTCTGATGGTGTCTCTCCTCCTTCTG PF466 SEQ 1 
708 CAGCCTGGCCATCCTTCTGATGGTGTCTCTCCTCCTTCTG PF466 SEQ 26 
708 CAGCCTGGCCATCCTTCTGATGGTGTCTCTCCTCCTTCTG PS079A SEQ 11 
720 CAGCCTGGCCATCCTTCTGATGGTGTCTCTCCTCCTTCTG PF466PP SEQ 1 

760 TCTTTATGGAAATTATGGAGAGTGAAGAAGTTTCTCATTC PF466 SEQ 1 
748 TCTTTATGGAAATTATGGAG A E3 T GAAGAAGTTTCT cOTt C PF466 SEQ 26 
748 TCTTTATGGAAATTATGGAG A@T GAAGAAGTTTCT C RB5 T C PS079A SEQ 11 
760 TCTTTATGGAAATTATGGAGAGTGAAGAAGTTTCTCATTC PF466PP SEQ 1 

800 CCAGCGTGCCAGACCCGAAATCC'ATCTTCCCCGGGCTCTT PF466 SEQ 1 

788 CCAGCGTGCCAGACCCGAAATCCATCTTCCCCGGGCTCTT PF4 66 SEQ26 

788 CCAGCGTGCCAGACCCGAAATCCATCTTCCCCGGGCTCTT PS079A SEQ 11 

800 CCAGCGTGCCAGACCCGAAATCCATCTTCCCCGGGCTCTT PF466PP SEQ 1 

T G Am% A TA CACCAAGGGAACTTCCAGGAGTGGATCACAGAC PF466 SEQ 1 
T G HB A TACACCAAGGGAA CTTCCAGGAGTGGATCACAGAC PF466 SEQ 26 
T GQBA TACACCAAGGGAACTTCCAGGAGTGGATCACAGAC PS079A SEQ 11 
TGAGATACACCAAGGGAACTTCCAGGAGTGGATCACAGAC PF466PP SEQ 1 

880 ACCCAGAACGTGGCCCACCTCCACAAGATGGCAGGTGCAG PF466 SEQ 1 

868 ACCCAGAACGTGGCCCACCTCCACAAGATGGCAGGTGCAG PF466 SEQ 26 

868 ACCCAGAACGTGGCCCACCTCCACAAGATGGCAGGTGCAG PS079A SEQ 11 

880 ACCCAGAACGTGGCCCACCTCCACAAGATGGCAGGTGCAG PF466PP SEQ 1 

920 AGCAAGAAAGTGGCCCCGAGGAGCCCCTGGTAGTCCAGTT PF466 SEQ 1 

908 AGCAAGAAAG.TGGCCCCGAGGAGCCCCTGGTAGTCCAGTT PF466 SEQ 26 

908 AGCAAGAAAGTGGCCCCGAGGAGCCCCTGGTAGTCCAGTT PS079A SEQ 11 

920 AGCAAGAAAGTGGCCCCGAGGAGCCCCTGGTAGTCCAGTT PF466PP SEQ 1 

960 GGCCAAGACTGAAGCCGAGTCTCCCAGGATGCTGGACCCA PF466 SEQ 1 

948 GGCCAAGACTGAAGCCGAGTCTCCCAGGATGCTGGACCCA PF466 SEQ 26 

948 GGCCAAGACTGAAGCCGAGTCTCCCAGGATGCTGGACCCA PS079A SEQ 11 

960 GGCCAAGACTGAAGCCGAGTCTCCCAGGATGCTGGACCCA PF466PP SEQ 1 

1000 CAGACCGAGGAGAAAGAGGCCTCTGGGGGATCCCTCCAGC PF466 SEQ 1 

988 CAGACCGAGGAGAAAGAGGCCTCTGGGGGATCCCTCCAGC PF466 SEQ 26 

988 CAGACCGAGGAGAAAGAGGCCTCTGGGGGATCCCTCCAGC PS079A SEQ 11 

1000 CAGACCGAGGAGAAAGAGGCCTCTGGGGGATCCCTCCAGC PF466PP SEQ 1 

1040 TTCCCCACCAGCCCCTCCAAGGCGGTGATGTGGTCACAAT PF466 SEQ 1 

1028 TTCCCCACCAGCCCCTCCAAGGCGGTGATGTGGTCACAAT PF466 SEQ 26 

1028 TTCCCCACCAGCCCCTCCAAGGCGGTGATGTGGTCACAAT PS079A SEQ 11 

1040 TTCCCCACCAGCCCCTCCAAGGCGGTGATGTGGTCACAAT PF466PP SEQ 1 

1080 CGGGGGCTTCACCTTTGTGATGAATGACCGCTCCTACGTG PF466 SEQ 1 

1068 CGGGGGCTTCACCTTTGTGATGAATGACCGCTCCTACGTG PF466 SEQ 26 

1068 CGGGGGCTTCACCTTTGTGATGAATGACCGCTCCTACGTG PS079A SEQ 11 

1080 CGGGGGCTTCACCTTTGTGATGAATGACCGCTCCTACGTG PF466PP SEQ 1 

1120 GCGTTGTGATGGACACACCACTGTCAAAGTCAACGTCAGG PF466 SEQ 1 

1108 GCGTTGTGATGGACACACCACTGTCAAAGTCAACGTCAGG PF466 SEQ 26 

1108 GCGTTGTGATGGACACACCACTGTCAAAGTCAACGTCAGG PS079A SEQ 11 

1120 GCGTTGTGATGGACACACCACTGTCAAAGTCAACGTCAGG PF466PP SEQ 1 

1160 ATCCACGTTGACATTTAAAGACAGAGGGGACTGTCCCGGG PF466 SEQ 1 

1148 ATCCACGTTGACATTTAAAGACAGAGGGGACTGTCCCGGG PF466 SEQ 26 

1148 ATCCACGTTGACATTTAAAGACAGAGGGGACTGTCCCGGG PS079A SEQ 11 

1160 ATCCACGTTGACATTTAAAGACAGAGGGGACTGTCC C'G G G PF466PP SEQ 1 



A A T G PF466 SEQ 1 



3"?22 ?"r CCS "CCACCATGGSIGGGAAG TCTCCACGC C 

C A C C A T G G A X G G G A A G T C T C C A C G C C A A T G PF4 66PP SEQ 1 



1200 GACTCCAC A'C 



1240 

1228 ATGGTAGGA 

1228 ATGGTAGGAC 

1240 ATGGTAGGACTAGGA 



T C A C C G C PF466 SEQ 1 



ATGGTAGGACTAGGAGACTCTGAAGACCCAGCC 

GAAGACCCAGCCTCACCGC PF466PP SEQ 1 



G A C T C T 



1280 

1268 CTAATGCGG 

1268 CTAATGCGG 

1280 CTAATGCGGCCACTGCCCTGCT 



A T G A G PF466 SEQ 1 



CTAATGCGGCCACTGCCCTGCTAACTTTCCCCCAC 

AACTTTCCCCCACATGAG PF466PP SEQ 1 



1308 Jc"cJg^;;^ a a :^ c c j^»"»«"»" G cc AAII PF466 seq 1 

1308 T C T C T G T G T T C A A A G G C T ^ G A ^ G G r A r ^ ^ G A G C ° A A T T PF466 SE Q ™ 

V^ TGGCAGATGGGA GCCAATT PS079A SPn 1 1 

AGGCTTGATGGCAGATGGGAGCCAATT PF466PP SEQ 1 



1320 TCTCTGTGTTCAA 



1360 GCTCCAGGAGATTTACTCC 

1348 GCTCCAGGAGATTTACTCC 

1348 GCTCCAGGAGATTTACTCC 

1360 GCTCCAGGAGATTTACTCC 



CAGTTCCTTTTC 
CAGTTCCTTTTC 
CAGTTCCTTTTC 
CAGTTCCTTTTC 



G T G C C T 

G T G CBt 

G T G cgT 

G T G C C T 



G A A 

G A A 

G A A 

G A A 



PF466 SEQ 1 
PF466 SEQ 26 
PS079A SEQ 11 
PF466PP SEQ 1 



1387 CGTIGTCACATAA CCAUiTG " P™66 SEQ 26 

^-"-cacaxaaac^c^^^*^^ 



1440 
1427 

1427 G T A A A A C 
1440 GTAAAACCAT 



CTTcccAc?c?rrr^r^^ CAGTTCCGTC PS079A SE Q ll 

CCCACTCTGTGAGTCCCCAGTTCCGTC PF466PP SEQ 1 



1480 C A T G 

1467 C A T G T A 

1467 CATGTACC 

1480 CATGTACC 



1520 
1507 

1507 TTGTCTGTT 
1520 TTGTCTGTTT 



C cHBtHt "CAHGGAHCICGGAGGAIIII PF466 SEO 1 

C CffiTBc CATAGCATTGGATTCTCGGAGGATTTT PF4S6 fro L 

CCHASCAIIGGAIICICGGA PS079A SEO 11 

CATAGCATTGGATTCTCGGAGGATTTT PF466Pp1e Q 1 



i T L_ 

G T T C 



"""'"""^c'Jcc^AA^^""""""" ^466 SEQ 1 

T CTCISCCCCISCAi Pf466 SEQ 26 

CICUCCCCTACii p S079A SEQ 11 

TGAGACTCCAAACCACCTCTACCCCTACAA PF466PP SEQ 1 



1560 AAAAAAAAAAAAAA 

1547 AAAAAAAAAAAAAAAACTCGA 

1547 AAAAAAAAAAAAAAAACTCGA 

1560 AAAAAAAAAAAAAA 



Decoration -Decoration #1 • : Shade (with blac k at 90% fill, res idues that differ fro, PF466 



PF466 SEQ 1 
PF466 SEQ 26 
PS079A SEQ 11 
PF4 66PP SEQ 1 



Page 3 



